p] Changed a file from non-ASCII to ASC II ^ ^ '# ^J^^. ^y^^ . yvn J:(Sr[g^%ff 

I I Changed the margins in cases where the sequence text was "wrapped." dowjjd^l^a^ejct line. 

I Edited a format error in the Current Application Data section. specKicaJly: 

ilZP Edited the Current Application Data section with the actuaJ current number. The number inputted by the 

applicant was □ the prior aftplicabon data; or D other ^ . 

I [ Added the mandatory heading and subheadings for 'Current Application Data'. 

I I Edited the 'Number of Sequences' field. The applicant spelled out a number instead of using an integer. 

[ I Changed the spelling of a mandatory field (the headings or subheadings), specffic^;. 



I I Con-ected the SEQ ID NO when obviously incorrect. The sequence gumbers that were edited were: 



Inserted or corrected a nucleic number at the end of a nucleic line. SEQ 10 NO's edited; 

I I Con-ected subheading placement. All responses must be on the same line as each subheading. If the 

applicant placed a response below the subheading, this was moved to its appropriate place. 

I [ Inserted colons after headings/subheadings. Headings edited included: 

I I Deleted extra, invalid, headings used by an applicant. specrticaJly: 

I — I Deleted: □ non-ASCII "gartage" at the beginning/end of files; □ secretary initials/filename at end of file; 

□ page numbers throughout text; □ other invaJid text, such as. ■. . 

I I Inserted mandatory headings, specifically: 

I I Corrected an obvious en-or in the response, specifically: 



I I . Edited identifiers where upper case is used but lower case is required, or vice versa. 
I I Cofreciod an error in the Number of Sequences field, specifically: 



I I A "Hard Pago Break* code was inserted by the applicant. All occurrences had to be deleted. 

I I Deleted ending stop codon in amino add sequences and adjusted the "(A)Lenglh:' field accordingly (error 
/ due to a Patenlln bug). Sequences corrected; Z . — ^ 



.•3>?--3-^^^ - ■ • 



— ^-iE)(a minef The above corrections must be communicated to the applicant in the first Office 
Action. DO NOT send a c;opy of this fornri. ' ^'^^^ 
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RAW SEQUENCE LISTING 

PATRNT AV PLICATION; US/09/589, 777A 



DATli): iJ/2'j/20niJ 



input Sox : A:\14401023011.txt 

OilLput set: lJ:\CRF3\12262000\I5E)9777A.raw 

4 --llO AL^PLICAMT: Siikhatme, Vtkas P. 

ti <i20> TITLE OF INVFJNTIOU: Aiiti -ArKjiogenlc Peptifins and l>k^thcds oT 
7 Use The.!;f='.of 

9 <1'^0> PILE [REFERENCE: 14.10.1023-011 
I J <140> CURRENT APPLTCATION NLFHBEH : US U9/509,777A. 
12 cl41> CURRENT FILTKG DATE: 2000 -06 -OB 
14 <150> PRfOR APPr.TCATlON NUMBER: PCT/US9fi/2G 0 57 
l^J <151> PRIOR FILING DATE: 1998-11-16 
17 <-.l^(j> PRIOR APPIJCATTON NUMUf-JR: US 60/10fl,^i35 
m <151> PRTOK FILIMG DATE; 19'jli-04-22 

20 <ir)0> PRIOR APPLICATION NUMBER: US 6O/0B2,66J 

21 <15I> PRIOR FILIHG DATE: 109B-04-22 

21 <15U> yRIOR APPLICATION NUMBER: US 60/057, BfJ8 
24 <151> PRIOR FILING DATE: iyCl7-12-07 
20 <1GU> NUliBER OF HFQ ID NOS : 23 

23 <170> SOFTWARE; FasLSEO tor V?irjClows Version 4.0 



ERRORED SEQUENCES 

07 <.V10> SEQ ID HO: 2 
9ii <2"11> LENGTH: 104 
9') <212> TYPE: PRT 



100 


<213> ORGANISM: 


MlKS 


muscuius 


















102 


<4 00> H 


EQUENCE : 


2 
























10-:i 


His 


Thr 




Gin 


A- n 


Ptie 


GliJ 


P.ro 


Veil 


Leu 


His 


Leu 


val 


Al fi 


Leu 


Asa 


104 


1 


















10 










15 






Th r- 


P vo 


Leu 


Ser 


Gl: 


G 1.7 


Met 


Arg 


Gly 


lie 


Ary 


Gly 


Al.a 


Asp 


Phe 


Gi;) 


lOfi 








20 










25 










30 






107 


Cys 


Phe 


Gin 


Gin 


?vl.a 


Arg 


Ala 


Va L 


Gly 


Leu 


Ser 


Gly 


Thr 


Phe 


Arq 


Ala 


lOB 






.3 5 










4 0 










4 5 








10 0 


Phe 


Leu 


Ser 


Ser 


Arg 


Leu 


Gin 


Asp 


Leu 


Tyr 


.Ser 


lie 


Va L 


Arg 


Arg 


Ala 


1 10 




50 










55 










60 






11 1 


Asp 


Arg 


Gly 


Sar 


Val 


Pro 


lie 


Val 


A.g n 


Leu 


Lys 


Asp 


Glu 


V<il 


Leu 


Ser 


112 


65 










70 










75 








80 


113 


Pro 


.Ser 


Trp 




Sur 


Leu 


Plie 


ser 


Gly 


Ser 


Gin 


Gly 


Glu 


Leu 


Glu 


Pro 


114 










S5 










90 










95 




115 


Gly 


Ala 


Artj 


lie 


PJie 


Ser 


Ph^^. 


Asp 


Gly 


Ary 


A.sp 


val 


LGU 


Arg 


Hi.s 


Pro 


116 








100 










1 05 










lib 






1 17 


Ala 


Trp 


Pro 


Glij 


Lys 


Sor 


V.ll 


Trp 


His 


Gly 


Ser 


Asp 


Pro 


Ser 


Gly 


Arg 


1 18 






115 










120 










125 




119 


A i-c) 


Leu 


Mat 


Glu 


Ser 


Tyr 




Glu 


Th r 


T [^p 


Ary 


Thr 


Glu 


Thr 


Thr 


Gly 


120 




130 










135 










14 0 








121 


7k] n 


Th r 


cly 


Glti 


Ala 


So. r 


Ser 


L<; u 


Lou 


Se r 


Gly 


Arg 


Lou 




Glu 


Gl n 


122 


145 










150 










155 








160 



deeded 



E--> 123 

Lys Ala Ala Ser Cys His Asn Ser Tyr He val Leu cys He Glu Asn 
14 6 <210> SEQ ID NO : 5 ■ 



165 



170 
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RAW SEQUENCE LISTING DArJ:.: X2/-26/jOC}Q 

PATENT APfLlCATtON: U3/09/5fl 9 , 7 7 7A TIME: 12:57:35 



Input Set : A:\i44010230Ll.txt 

Output Saz: N:\CRF3\L226 2000\I589 77 7A.rnw 

.1 i~ <2.ll> LEMGTM: 24 
14 8 - 21 2> TYI'' : ['HI 

.149 ^i;.lj> op'jAntSH: Aruificial Sequence 
.151 <'220> t: .'J UKIJ : 

151' <2^>J> OTHf^P. INPOKHATIOH: Leader peptiifie on protein profluc^-jd by prokarvoLic 
exprodsiori system ph;TI7b, aiuuse cndosL-iLin bcyins 
j.mnied i att'iv ntLei-, 
15r> *.4 00> SEOUfJNCr^: f; / 
E--> 157 

Met Gly His His His His His His His His His His Ser Ser Glv His I 5 

170 <210> SElO id HC: 7 

171 <21]> LENGl'H: 21 
1/2 <2.i2> -iYi'E: ['HT 

■|7'i <u21S> ORGAHISM: ArClf Ici.'j L Sequence 
175 v220> FHIATURL': 

17ti <222> OTHKK /NtORMATJON: Leader pept:ide on protein produced by prokaryotic 
L77 f^xprcsslun syj^Lem pET28£i, mouse GridosLaLin bey ins 

1 7 B rtfinted id r. e 1 / a i te r . 

180 <'100> SEQUENCE: 7 / 

E"> i8i ^l 

Met Gly Ser Ser His His His His His His Ser Ser Gly Leu val Pro 1 5 

2 37 v210> HEn TD NO: 13 
2 38 <2"li> LENGTH: 2 6 

2 39 <212> TYPE: VR'V 

240 <2lJ> ORGANTSM: ArLiCicial Sequence 
2-12 <22{i-> FEATURE: 

243 <223^ OTHER INFOEMATTON : Leader peptide, on protoin prodiicori bv eukarvotiic 

244 yeariL expression system pPTCKaA, mouse eiidost.-Jtifj 
protein beqins inimed .lately dtr.er, 

24 7 <400> SEQUENCE r Hi ' / 

E--> 248 

Glu Phe Met Gly His His His His His His His His His His Ser Ser i 5 
31^) <2Uj> SEO id NO: 2CJ 

316 <211> LENGTH: 8 

317 <-212> TYPE: PRT 

318 <:2T3> ORGANISM: Artiticial SeqiU5iice 

320 <220> FE,ATURE: 

321 <22 3> OTHER INfORt^ATlOH : Leader peptide on protein produced bv eukarvotic 

322 yeast expression system pPIGZnA, mouse endostatin 

323 protein begins unmediately after. 
325 <.100> SEQUENCE: 20 V 

E--> 3 26 Glu Phe His His His His His His 1 5 




fi]e://C:\CRF3\OutholcKVsrI589777A.htni 
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VERIFICATION SUt^MARY DAT)- .12/26/2000 

PATrtWT APPLICATION: US/09/589, 777A TIML: 12 : 57T37 

Input, S.?t ; A:\144O1023Oli, txt 

OiRf;ut .Set: N:\CRF3\12 262 000\l589 77 7A.raw 

t.!;252 £ ; No. of St^q . dii'l'ors, <2 il>LENGTH : iiipu t : ly 4 Foiind:160 Sii:U:2 

:157 H:252 : Ilo. of .Seq. differs, -;211>LF.tICTtl : InpLi t : 24 PoiJnd:0 SH;0:5 

M:252 E : Ho. of Seq . fiiffers. -'21 I >L(-:MGTH : T isput : 21 VouiidrO SE;0;7 

:2'Ui H:252 I'; : UO. or Seq. ditfery, ■;2 1.1 >LEKGTH : J nput : 26 Fouud:0 .Sf-Oil'J 

::i2o M:252 E: Ho. of 3eq . differs, <21I>LENCTH : Input : 8 Found:0 Sr;Q-20 
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